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Comprehensive Leukemia Panel

Genes Covered:



Diagnostic, Therapeutic and Prognostic Markers

JAK2, CALR, MPL

CSF3R

MYD88

BRAF

TET2, DNMT3A, TP53, SF3B1, SRSF2, U2AF1,
ZRSR2, ASXL1, RUNX1, EZH2, NRAS

Myeloproliferative Neoplasms (MPN)

Chronic Neutrophilic Leukaemia

Walderstrom microglobuneria

Hairy Cell Leukaemia

Markers of clonal hematopoiesis: to distinguish
MDS from other benign causes of cytopenias

Leukemia typeGenes involved

KIT

FLT3(ITD/TKD)

KRAS

NRAS

IDH1

IDH2

CALR

JAK2

TET2

ABL1

BRAF

Sunitinib/Dasatinib in AML ; Midostaurin in systemic mastocytosis 

Midostaurin[1] (FDA approved for FLT3-ITD/TKD positive),
Quizartinib[2] (FDA approved for FLT3-ITD positive), Sorafenib[3,4]

(Investigational drug for FLT3-ITD positive), Gilteritinib[5]

(Investigational drug for FLT3-ITD positive) , Crenolanib[6]

(Investigational drug for FLT3-ITD/TKD positive) in AML

Good response to high dose Cytrabine[7] (FDA approved) in AML 

Good response to high dose Cytrabine (FDA approved) in AML

Ivosedenib[8] (FDA approved) in AML

Enasidenib[9] (FDA approved) in AML

Fedratinib (Investigational drug) in MPN

AKAFI/Ruxolitinib[10] (FDA approved) in MPN

Good response to hypomethylating agents in MDS

Imatinib/Dasatinib/Nilotinib/Ponatinib/Bosutinib[11] (FDA approved) in CML

Vemurafenib (Investigational drug) in HCL

ParticularsGenes involved



References Prognosis CommentsGenes involved

CEBPA

NPM1

IDH1

IDH2

KIT (c-KIT)

ASXL1

DNMT3A 
(non-R882)

DNMT3A (R882)

FLT3-ITD

FLT3-TKD

RUNX1

WT1

TET2

TP53

WHO

WHO & NCCN

WHO

WHO

WHO & NCCN

WHO & NCCN

WHO

WHO

WHO & NCCN

NCCN

WHO & NCCN

WHO

WHO

WHO

Good

Good

Debatable 
(Neutral/Poor)

Debatable 
(Neutral/Poor)

Poor

Poor

Poor

Poor

Poor

Debatable 
(Neutral/Favourable)

Poor

Poor

Debatable 
(Neutral/Poor DFS 
and OS)

Poor

Biallelic: higher DFS; single: 
shorter DFS

patients (> 60  years CN-AML)

No impact on survival except for 
codon 132 which is associated 
with poor survival in CN-AML 
patients (FLT3-ITD negative).

No impact on survival except for 
codon 172 which is associated 
with poor survival in CN-AML 
patients (FLT3-ITD negative).

in older patients (> 60 years 
CN-AML)

patients (< 60 years CN-AML)



References Prognosis CommentsGenes involved

ASXL1

BCOR

ETV6/TEL

EZH2

DNMT3A

TET2

IDH1

TP53

NRAS / KRAS

RUNX1

SF3B1

U2AF1

ZRSR2

STAG2

SRSF2

CBL

IDH2

NCCN & WHO

WHO

NCCN

NCCN & WHO

WHO

NCCN & WHO

WHO

NCCN & WHO

NCCN & WHO

NCCN & WHO

NCCN & WHO

WHO

NCCN & WHO

WHO

NCCN & WHO

WHO

WHO

Bad

Poor

Poor

Poor

Bad

Debatable/Neutral 
Prognosis

Debatable/Neutral 
Prognosis

Poor

Poor

Poor

Good

Poor

Poor

Poor

Poor

Poor

Debatable/Neutral 
Prognosis

Prognosis in terms of OS is 
debatable and good marker to 
predict repsonse to 
hypomethyalting agents.

Prognosis in terms of OS is 
debatable and good marker to 
predict repsonse in clinical trials.

Prognosis in terms of OS is 
debatable and good marker to 
predict repsonse in clinical trials.



B-ALL

CLL

CMML 

T-ALL LCH

CML Ph negative aCML

JMML MPN (PMF, IDF,PV,ET) 

Validation:

NGS for Minimal Residual Disease Monitoring:

Limit of Detection

2.5% 100%

Prognostic markers covered in comprehensive leukemia (57-gene) panel for
other hematological malignancies



Specimen requirement

Bone marrow aspirate 

•     
•     

Isolated DNA

•     

Peripheral blood 

•    
•     

References



Prima by MedGenome offers a wide range of
Oncology and Haematology genetic tests,
these include:

Prognosis

Therapy
Monitoring

Prognosis

Therapy
Selection

Surveillance

Differential
Diagnosis

Therapy
Selection
Therapy
Selection

Risk 
Assessment


